
 

  
Supplementary Figure S1. Presence of IS26 in P. aeruginosa strain B19083-1. While IS26 
is not exclusive to P. aeruginosa, its detection in this strain highlights its widespread 
distribution across various bacterial species. S26 plays a crucial role in the dissemination 
of antibiotic resistance and genome rearrangement. 
  



 

 
Supplementary Figure S2. Alignment of Pseudomonas aeruginosa HW3 Strain with the 
Reference Strain cprS (gb|AAG06466.1|) using Clustal Omega. The mutations D108N, 
V159I, and E386D are observed. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


